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PERCENT #pL.
TOTAL CELLS 100.0 8,800
% VIABLE 99.9 8,791
TOTAL PLASMA CELLS 0.002
NORMAL PLASMA CELLS
% OF TOTAL CELLS 0.002 0.2 cells/yl.
% OF PLASMA CELLS 96.200
NUMBER OF NORMAL PLASMA CELLS 100
ABNORMAL PLASMA CELLS
% OF TOTAL CELLS 0.000 0.0 cells/pl
% OF PLASMA CELLS 3.800 -
NUMBER OF ATYPICAL PLASMA CELLS 4 > INTERPRETATION OF ATYPICAL PLASMA CELL NUMBER

NEGATIVE: LESS THAN 20 CELLS
LOWER LIMIT OF DETECTION *0.001 EQUIVOCAL: 20 - 50 CELLS
(OF TOTAL CELLS) POSITIVE: GREATER THAN 50 CELLS
MAST 0.007
HEMATOGONES 0.716
ERYTHROBLASTS 2,945
0.001
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TOTAL CELLS
% VIABLE

TOTAL PLASMA CELLS

NORMAL PLASMA CELLS

% OF TOTAL CELLS

% OF PLASMA CELLS

NUMBER OF NORMAL PLASMA CELLS

ABNORMAL PLASMA CELLS

% OF TOTAL CELLS

% OF PLASMA CELLS

NUMBER OF ATYPICAL PLASMA CELLS

LOWER LIMIT OF DETECTION
(OF TOTAL CELLS)

MAST
HEMATOGONES
ERYTHROBLASTS

0.001

PERCENT #pl.

100.0 8,800
98.9 8,791
0.002
0.002 0.2 cells/ul.
96.200
100
0.000 0.0 cells/ul
3.800 2
4 > INTERPRETATION OF ATYPICAL PLASMA CELL NUMBER
NEGATIVE: LESS THAN 20 CELLS
1 0.001 EQUIVOCAL: 20 - 50 CELLS
POSITIVE: GREATER THAN 50 CELLS
0.007
0.716
2,945
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stage stage Il stage IlI stage IV
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/
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C
105105. C CRP YYYMMDD 106
107
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25.8 F40 KWQ1101120
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s 111011 XKarnofskyansky K
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Karnof skyanygk
10100
Karnofl&wysky L Karnofl&ysky
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Karnofls&wysky ECOG
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Karnofls&iysky 11 ECOG
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80 90
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Epst eBiam r EBY ~ KEpst-Banr EBV
EBV
EBV EBV
PTLD
B HBWS =~ KB B HBV
B
HBV
HBV S B HBV
B HBWC = K ELI SA B
HBV C HBV
B HBWS T KELI SA EI A B
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HCV HCV
HCV
ELI SAHCV RI BA
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T.gondii ELI SA
Cl A T. gondi il gM / I gG
| gM 4 6
| gG
ELI SA
Toxoplasma Serol DdbgkPcal Profile
*
HCT comor bi diHCIli)nde X
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290



HCICI 6
6
( PFT
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d 40t
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/ Day24
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s 12K 4 ip P

Sorror, M. L. (201cB3omo rHoiwd ilt iaesss ebsesf or e h e
cell transplantation.-28680d, 121(15), 2854

VA

sick sinus syndr ome
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/ 50 26
K
K 4
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2.5 AST/ ALT B C o

3 12 2
N SN T K 1.5 2.5

AST/ ALT 122

KDay O
6 K
K BMI 35 kdg/ m BMI 95
Os K
K 4
4 ADD ADHD

293
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- _ DLCOPBL COc drLrcO
FEV1 65
Dinakar a DLCOc
FEV1
N TN T K2mg/dL 1%.8mol /L
122
12 4
K
6 K /
F2402
F2402
125
HCT comorbi dHCYCIli ndex
J
s 12 K1 ’ / A K

294



s 1501 ZTK 6 ip P

126 127

295
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25 31
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i " PCARK
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CAR 1
CAR 26
CAR
27 31
CD191lf zet aCD3 CD8(zet a)

https://www. jci.org/articles/view/ 80010
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i Casp?9 9 Caspa® De 9 i Casp?9
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38

3 3K A p P
/
33
35 /
37
s 303K AT Kip
34
s 303K i Kip P
36
3 3K N
37
26.5 F40 K3XD3 846 A 4
*
1 ® ® TecartusTM® ®
1 4 7
3 3 & A 1 ( ) A K
/
PCR

303



s 454 &

7-AAD 7-

J

YYYMMDD
3.2
1K
a 8 K
/ /
pviabiPl ity K
/ 43
47
YYY-MMDD
3.2
1K
> N;K
D

304



7-AAD

46 47
47

26.6 F40 XKXR47

s 4K A A Kp 1 & 1A
F4006

4« CD4 CD8

1 F4006
1K 3
5 2K
2
2
JDCHCT

305




27.F40K 6

FA 006

F4003 FA 003
FA 006
1 3 F4003 F4006

2 FA 006

F400@131
F400@3235

27.1 F 40 K&Q1-31

3 1K
F4000 CTED
* 2 5 | D
s 205K ) ip )
I X | D
* ® ® JOI N | D/
| D
* ® | D I D
COA DoseReport

306



K
* ® ®
* ® Tecar™ us

K
* ® Tecarm™ us
* ®
* CDh4 CDs8
3 6K 1 K

YYYMMDD 2
3.2
s 709K/ i K
/ 8 9
/ 8 9

307




s 101 XK i K
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% segmenied neutrophils
+ % band neutrophils
= % neutrophils
X __white blood cell count/mm?
= absolute neutrophil count/mm?3

Example:
(Divide percentage by 100 to convert to decimal)

0.45 segmented neutrophiis

+__0.05 band neutrophils
= 0.50 neutrophils

x__1000/mm® white biood cell count
= 500/mm* absolute neutrophil count

ANC 500/mm3 = 0.5x 10% = 0.5 x 10%mL = 0.5 x 103mm?

ANC ANC 3 0.8 d/L
500/ rhim
0. 0/L 500/ mm ANC
3 1 ANC
ANC
ANC ANC
500/ rim 500/ rhim ANC
500/ rim ANC
ANC
3
. 2K ANC
5 6
8 15
N N Y
v WB C A \Y ) .
p AN®@
5 7 900 |0.6 540
5 850 |0.509 502
5 720 |0.7 504
5 10 300 |0.45 135
Japanese Data Center for Hematopo
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5 11 15 —
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5 16 1050[0. 8 840
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5 18 1800[/0. 6 1080
5 19 2000|0.55 1100
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5 21 8 14 |— — — ANE500/ mm
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5 7 900 |0.6 540
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5 9 720 |0.7 50 4
5 10 300 |0.45 135
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5 12 30 —
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5 14 250 |0. 4 100
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5 16 1050|0. 8 840
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0 .51 O/L / 21
/ 23

s 2102 XANCI
ANC

ANC 500/ mm 0.6109/ L 22

23

324
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1
7449 AN & ) W
3 2 x1 §/L
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¥
Day 0 1 2 3 4 5 6 7 8 9 10
Platelet Count 10,000 35,000 30,000 25,000 10.000 15,000 19.000 23,000 25.000 40,000 50,000
Date 1/1/2008 1/2/2008 | 1/3/2008 | 1/4/2008 | 1/5/2008 | 1/6/2008 | 1/7/2008 | 1/8/2008 | 1/9/2008 | 1/10/2008 | 1/11/2008

)
1stof 3

Report 1/8/08 as date platelet count = 20 x 10°/L
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25
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GVHD

HCT 10 40

GVHD
* e /| ¢« GVHD
GVHD GVHD GVHD
F4100 GVHD
69 80 GVHD
GVHD
GVHD GVHD F4100
GVHD 81
86 GVHD 69 71
/ 69
3 6 Ki qH e GVHD K
F4100 69 71 GVHD
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69 69 71 /
69 / 70 71
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GVHD
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69 71
GVHD
/ GVHD 69

69

GVHD

GVHD
6 GVHD K
A. 20151 1
GVHD GVHD

5 Vi silt0 0

20155 25 GVHD

20156 10

Vi si6t 20156
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. s 6 K GVHD
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s 6 XK GVHD
30 GVHD
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/
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s 7K 70
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Vi silto 0 20154 5
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Vi s i6t 20156 20
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69

s 7K 6 GVHD Ny
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s 7 XK A s« GVHDI  grade
GVHD grade GVHD gr ade
GVHD grade
grade GVHD st age grade
GVHD
grade Przepi orEkaane Marrow Transg
1995; 15(-8%):825 GVHDgr ade stage
GVHD grade GVHD gr ade stage
Py N K
GVHD
, stage
x AN/ G GVHD
GVHD gr adel |
GVHD
GVHD gr ade stade
500 mL/ >500L/
° /
25 2.03. 0 4
1
25 ' mg/ dL .
& K280555 mb/ m
1019.9 mL/ kg
100 150@L/
) 25 3.16. 0 >1000L/
50 mg/ dL & K556833 mll n
2030 mL/ kg
1500 mL/>1500 m
50 6. 1150 . )
3 a K833 mLY/ m
50 mg/ dL
30 mL/ kgtrk30
mL/ kg/
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4 15 0ng/ dL
>15.0 mg/ dL
5
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1 St age Stade Stade
11 — St age3 St age4d
| ¥ St agde St ade —
! 9
2 lstage
3
lstage
¢ GVHD
grade grade
6 grade |V
3 737& e GVHD A stage K
K GVHD GVHD
stage
GVHD GVHD
0 4
T 4 4 4
9 % 18%
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18 % 18%
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A A ps N A mLM 1 ol A mL /k g i P K
GVHD GVHD stage
mL / mL k d
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, stage
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A. GVHD St alje LFT
GVHDgr ade stage
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st alge st alge
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GVHD
GVHD
GVHD
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/ 84 GVHD
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GVHD

GVHD
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81
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GVHD

GVHD
s 84K ¢ GVHDT V gr add A best clinicalPKjudgement
grade GVHD
grade NI H GVHD
GVHD
GVHD
s 8K ¢ GVHD | i mited/ extensive
GVHD grade Il i mi text ensi2ve Sullivan KM, Bl
1981; 57:267
GVHD Il i mi ted Limited
s GVHD 24 1 14 extensive K
s 5 mm **
K GVHD
GVHD
s 8& ¢ GVHDT Jgrade |
grade GVHD grade YYYMMDD
GVHD grade
3.2
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345

s 8K 4 17 A T s A Kp 01
PpA OO0 mdg/ & <0.1 mgMkg/ 0Oi P
*
GVHD
GVHD
87
prednisone
87
GVHD
D 4 i 44 i ) K
. GVHD 10 mg/
0.1 mg/ kgl
. GVHD 10 mg/
0.1 mg/ kgl 10
mg / 0.1 mg/ kg
GVHD
GVHD
/
s 8&K 4 1N GVHD p P N pPUVA P A
K
GVHD
PUVA
GVHD



GVHD
GVHD
N K
Al des| ¢PkbheBKin T
-2
AL PALB
p PK
p PK
@S A
3
Cypt oxPaKn
4 EPPK
FK506 TP K
p PK

PUVA

PUVA

GVHD

P AT@®

TPK

-2

DNA RNA
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I 12 dacl i zwwyanbbr yt a I 16
siltuxBybhbant
Il n vivo T K
CD25Zenaphlhacl i zwrmah TAC Campath
In vivo K
2 K T Jakafi
Jakvinus
MIT P p Amet hoptPKrin
MM p My f o rPtKi ¢
Noi p ePnkt DNA RNA
p Rapamuhle -2 T
p TKPK
/
UV ~ KGVHD UVA
UvaB
PUVA Uuv e K UVA
UV K UVB
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28.11 F4 1 (KOQ8 9203

*
CRS
CAR
s 8K A A pPCRS® K
CRS
!
100°F4 38C
CRS CRS
/ 90 CRS /
110
: 9 K W K
CRS
/ 92 CRS /
91
s 9KKCRS v K
CRS YYYMMDD
3.2
s 9209KCRSA d i p - =

CRS
93
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* CRS

®
CRS Tocili zumahb 94 CRS
s 9810KCRS ) P ) P
CRS
CRS
4 p10o0oUm 38CHYANPK
100°F4 38C 100°F4 38C CRS
96
[ K
CRS 97
98
CRS
1 2 grade
2
(0% 2
100
101 102
103

i ] PFi O2<4PRFiI 0240 %
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104

i DA i pPFi AROWKFi 0240 %
CPABi PAP
CPAP

opifil ow
105

Common Terminology Criteria for Adverse Events (CTCAE) v5.

s 106010K ‘ ] KICPAPBiIi PAP 0 A
TP
i W CPAPBiIi PAP 0 A P K
CPAP Bi PAP BPAP

Bi PAP CPAP

/ 107
/ 108
s 18010 K A K
1009 YY Y-MMDD
3.2
110
CRS CRS
2
JDCHCT
s 11011K 6 O P MA P/ 6 pHLI® 46
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X

MAS HLH T
HL H
'"MAS/ HLH
| 12
MAS/ HLH CAR
MAS/ HLH CRS CRS
MAS/ HLH te
CRS MAS/ HLH

" Jordan, MB, Allen, CE, Greenberg, J, et al. Challenges in the diagnosis of hemophagocytic lymphohistiocytosis:
recommendations from the North American Consortium for Histiocytosis (NACHO) . Pediatric Blood

Cancer. 2019; 66:€27929.

MAS/ HLH YYYMMDD MAS/ HLH

100, 000ng/ mL 112

3 11K A

A

MAS/ HLH

CTMRI
113

s 118MAS/ HLH K
MA 'S
MA S HLH HLH
MAS/ HLH / / MAS/ HLH
/ / 114
s 1106118 ° : p i ¢ =
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HL H

MAS/ HLH
114 115 116
114 117 118

3 11012« 6 0 P MAS/ 6 PHLW A

K
MA'S HL H /
120 YYY-MMDD
3.2
MA'S HL H /
121
s 12K 4 i s pl CANS K
| CANS
CRS CRS
/ /
/
161
s 12Kd4 K
| CANS
/ 124 | CANS
/ 123
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s 128 T 6 pl CANS 4 |

| CANS YYYY
MMD D
3.2
s 120128 1 s« A @ i pi i
P
| CANS
125

s 12K 0 a K

CAR CARTOX 10 1
10
0
1
| CE CART X0
CARTOX I CE
CAPD CARTOX I CE 12 7
s 12Ki K
} CARTOX0 (12) | CE SCORE (| MMUNE EFH
41 4
5
3 3
3 3
1 1
1 100 10 1 100 10 1
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ASTCT Consensus Grading for Cytokine Release Syndrome and N

Effector Cell s. Bi ology of Blood and Marrow Transpl-a88ation. Vol

& pPCAPP 1 12 A
CARTOX/ | CE grade
i e p P Grade | Grade|Grade| Grade
7 9 3 6 0 2
CAPDCARTOX 1|1 CE CAPD
01 2
CARTOX ICE CAPD
Grade 1 7 9 7 9 1 8
Grade 2 3 6 3 6 1 8
Grade 3 0 2 0 2 9
* | CANS grade
s 1280158 1T & pl CANS ip
=)
K 130
131 132
p APK
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AV M

133134

0 K 135
137 138
- *
- *
- *
- *
- *
- MRI *
- *
- /
* : Common Terminology Criteria for Adverse Events (CTCAE) vb5.
1 A K

139 140

141
0 K 142
144 145

- /
- GBS

*
* CTCAE Common Terminology Criteria for Adverse Events V5.0
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0 K 146

148 149
* CTCA®S5.0
A a K 150 151
13
- *
* CTCAEommomher mi nol ogy Crité&wvieatfbor0 Adverse
4K
154156 Gr ade
K 158 gr ade
- Gr ade
K /
129
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Commomer mi nol ogy Criteria for Adver sRSTEGTe n€en g eCNTCUAsE ) Grvebd i0r

Cytokine Release Syndrome &sdobleatebdowithToxmmuintty Ef fector Cel

and Marrow Transplantation, Vol ume 2%38l ssue 4, April 2019, P
s 159168 1T ¢ pl CANS A K
/ 160 YYY-MMDD
3.2
6
3 16K
G 16 AIlgA M IgM | gG
l gG 600mg/ dL Il gG
4 10 500ng/ dL
4 | gG
CD19+ CAR
1. lgG 600mg/ dL

l gG 600mg/ dL

2. lgG 600mg/ dL
I VI G lgG 600mg/ dL
3. lgG 600mg/ dL
I VI G lgG 600mg/ dL
4. I VI G | gG
600mg/ dL lgG 600mg/ dL
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5. l gG 600mg/ dL
I VI G l gG 600mg/ dL 600mg/ mL

lgG 600mg/ dL

l gG600 l gG600 4 10
500 | gG600 4 10 500
/
/ 16
l gG
s 16KJ4 K
/ 164
/ 163
s 1684
YY YMMDD I VI G
1K6 1 l gG 450mg/ dL I VI G
6 15 1gG 400
2K 5 15 19gG 450mg/ dL I VI G
5 15
é K | g G 600maL
3.2
s 16016K A K
3 I VI G |l g G
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1.6 1 1gG 450mg/ dL 6 15 | VI G

4 Il g G I VI G 9
15 l gG 600mg/ dL 600mg/ dL
9 15
2.5 15 l gG 450mg/ dL I VI G
| gG 6 3 600mg/ dL 600mg/ dL
6 3
3.6 1 l gG 450mg/ dL 6 15 I VI G
l gG
I VI G 3
4 . 6 1 Il gG 450mg/ dL
(Irvie) 15 | gG 3
(vl G 8 29 ( I VI G 2.5 ) 9 25
( I VI G 3.2 ) 1 gG 600mg/ dL
I VI G 3 9 25
164 /
YYY-MMDD 165

N

s 166016K A4 i

I VI G /
I VI G

3 168&
TLS

174
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3 1684

X

/ 171
/ 170

3 1784

YYYMMDD

s 17KGr ade

grade

Gr a®e

Gr ade

5

Gr ade

5

s 17017K A
172 /
YY YMMDD 173

IN

17879

s 17017K 6

/ 175

180
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X

s 1784
/ 178
/ 177
3 17K4 M
YYY-MMDD
3.2
s 176174 s A K
178 /
YY Y-MMDD 179
s 180G18K 4 grage 6 K
1
A Vi silt0 0 6 F4100
CTCAE Gr ade
ADL
Grade3d /
% Gr ade3 Gr ade 3
181 86
181
182 181
/0
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ALT

AST
3 18KKd4 M K
Grade3
/ 185 / 184 Grade3

s 18Kd v
Grade3

YYY-MMDD

3. 2

s 18D188Grade3s A K
Grade3 185 / 186 YYY-MMDD
s 18018 K A4 gr ade 6 K
k Vi silto 0 6 F4100

CTCAE Gr ad e
Graded4 |/
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* Gr ad e Gr adle
184893

188 Grade4

189 188
)
( )
ALT
AST
3 1984 K
Grade4
/ 192 / 191 Grade4
3 19KJ4
Grade4
YYY-MMDD
3.2
s 199198Gradeds A K
Grade4 192 /
YYY-MMDD 193
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s 196208 ° Nl p i W P

I

* O v
C 6 PCRPKC CRP CRP
CRP | 16
195 196
197 C CRP
6K 6
B 198
199
6 2 T Tpsl L2RA s CD2BK 2 a
CD25
sl L2RA 200 201
K 202
203
K
28.12 F41 KQ204213
204208
e COV I-D9 COVI-
19 F4100 204208
F2149
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* COVI-ID9 COVI-ID9

21 COV I-D9
. COV I-D9 / COVI-D9
. COV I-D9 PCR
COVI-D9 PCR
s 20020 &1 i) A A 4 K
204 / 209
Y A 44 N

205
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208

J A 4 A 51 Nl
205208
205208 !
a4 A K
Il 14 14
30 90
Clostridium di
365
30
-6
60
J K
777
502
503 504
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A A

N A

—_—Cc

24 A/

PCNPKCSF

K
K
K
PK
6 P K
N AT K
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pAAPK

. pAAPK
1 K
205208
3.2
x COVI-D9 ( SARIN)
20217 COVI-D9( SARS0 \2) F4100
COVI-D9( SARS0 \2)
209 /
VvV C
s 2087 Vi) COVI-D9 ( SARSR2) K
COVID9 (SAR®R) 2
1 2 1 2 3
COVI-D9( SAR0 \2)
/ 214
A 1 3
COVI-D9( SARS
Co\)
* COV I-D9

21® B
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s 21021K

211
*
3
/Bi oENTH 2 /
1
s 21K A~
s 2 1BK v
3.2
28,13 F 41 K02 14215
* s 2160215
F3501
F3501
JDCHCT
1. 68 100 F4100
) 21 4 25 / F3501
2. CAR ®
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6 8 F3501
For ms Net 3
F4100 Vi 400 21 4 25
Form3501

3. CAR ® 1
1 F3501
For ms Net 3
1 1 11
2 F4100 Vi @it
21 4 2B / 2 F3501
21 KN 0 A N° A Kp o P
/ /
/ F3501
21K 0 /1 N~ A 6 Kp o
/
/ F3501
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29.F 21K 9 /

COVI-D9 SARSEo0\
F2149
COVI-ID9 SARSEo0\2
COVI-D9 SAREo0W F4100
F2900

F2149
COVIID9 SAREo0\

F4100 F4100
1 COVI-ID9

FA249Q%:10
F214@1124
F214@92540

29.1 F2A48Q1-10

3 1K v
COVI-D9 SAREo0N F4100
CODI-D9 SAREo\ F4100

F4100
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F21409

F4100
F2149 1
3 2-3K AA
P
COVI-D9 SARSESo0¥
PRy
1
/
RNA
CRI SPR RNA
BAL
RNA
BAL

372

S

14 /

RNA

RNA

BAL



3
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7K
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COVI-ID9

373

KX CTMRI

X CT PET MR
14
24/ A
4 7
N P
14

P



7 / 8
7 / 10
s 8-9K 4 7 A A Tpb AT P A K
BI PAP
Bl PAPL CPAP

CPAP
A T pd A TP 5 A A K
. VC <15 mL [/ kg
. COPD

( )

1 7 14 /
/ 9
/ / 9
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8 /
10
s 1K A Ko 1 i P
1 7 14
/
/
29.2 F21&KN1124 [ R
3 112K ° i
.
CBC 7 CBC
CBC
CBC
1221 11
10
CBC 3.2
k 22 24
s 22241 9gG
7 |l gG
7 2324
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22 25

29.3 F21&MD2540

3 2K A

IN

40

3 273K
26 27 31

27 28 29

29 [ ]

27 28 41
31

31 [ ]
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K

20203 15 COVID9 SARSo0o W\ 20203 8
20203 29 20203 8
20203 8
20203 15 COVI-D9 SARSo0¥\ 20203 19
Val acyclovir Val acycl ovi
20203 19 [ ]
s 323 &K1 VIPG _ P
1 7 14 I VI G
/
I VI G /
1 7 I VI G 33 / 35
7 / 34
I VI G 3.2
34 [ ]
I VI G 32 / 35
3 3 XK
1 7 14
/
/
/ 40
: 3803 XK
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F4100
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A 6 !
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F3500
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JDCHCT

F3500123
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30.1 F35XWQ1234 °
*
3 lé3K/1 6 )
/ /
5 3
3.2
s 405K / 6 / A K
/ / JDCHCT
5 VNTR FI SH
For ms Net 3 For ms Net 3
: 6K JDCHCT A Kp & P
JDCHCT
For ms Net 3 For ms Net 3
A 6 PPTLD
k 7 23 1 PTLD
s 7K A EBV s K
EBV ! 8
/ 13
EBV 13
s 801 X EBV K

EBV
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https://www.cibmtr.org/DataManagement/TrainingReference/FormsNet/Documents/FN3%20Training%20Guide%20AE.pdf#page%3D25

PCR

PCR
PCR

s 1402 KPTLD A

s 2202FKPTLDJ
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JDCHCT

For ms Net 3

13
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11
12
9 13
Kp P
14
K
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PTLD 20
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K
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CMV
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DNA
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DNA HL A
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AT PEI RA
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A AT PELI PA
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a / pGCP
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HSCT

N 0 pGVHB

GVHD
GVHD 2 GVHDaGVHD GVHDc GVHD
GVHD GVHD
g N A
HL A TP
MHC superl ocus
6
HLA
HL A 0 K
HLA | ¥ AB C
9 T cbDs8 T
. HLA 1 ¥ DRDP DQ T
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T T RNA
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NAT 1 PCR
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1K i
NT
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p+ / add(p)
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1
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200 500
FI SH i A A D4
, A ICEPK
+ 8
A A K 1
Dual Fusi onk
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4
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4KF 1| SH

CEPG6 (hybridization control)

Wei sdor f, Danodyetlo gle.ngtMIxis .Cl i ni cal Research Prof
Management Conference. Orlando. 21 Feb. 2017. Ci bmt

FI SH
5 FI SH
I D
TP53 CEP12 TPS53
7 % 12
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5KFI1 SH

FLUORESCENCE /N SITUHYBRIDIZATION REPORT

FISH Probes*: CLL [Abbott (Vysis), Inc.]

-
@ g NORMAL
PROBE SETS > CUTOFF
1
CHROMOSOME LOCI g Z o VALUE RESULTS SCN NOMENCLATURE 2009
=2 & (95% CI)
X =
| Loss of 17p13
U5 1922 (1P53) detected
11922.2 (ATM), 17p13 (TP53) | 200 10 Deli 17012 = (5%) nuc ish(ATM, TP53x1)[10/200]
P Abnormal
7.0% 2
| signal pattern.
| *+Gsinof 12
=25%
P37 | Gainof CEP 12
CEP 12/ 200 130 H b detected (65%). | nuc ish
12q14{D125219),12q24 %’;‘f;égfs Abnormal (D135319x2,13q34x2,CEP12x2)[120/200]
1.5% signal pattern.
Lossof 12 =
5.5%
No CCND1AGH
11q13{CCND1Y : rearrangement < S s
1432 (IGH) 300 -— t(11;14)> 1% Normal signsl nuc ish (CCND1x2),(IGHx2)
pattern
| No deletion of
CEPE(D8Z1), % . Del(8g22-23) | MYB detected. g oty R
622-23(MYB) 0 > 39 Normal signal. | e Bh(DOZ132 MYBx2)
pattarn.
* FISH only testing is not equivalent to conventional cytogenetic analysis of the patient’s specimen and is limited to the specific
probe(s) and their corresponding DNA locstions (genes) only.
Summary: Abnormal CLL FISH Panel

Final Interpretation:  This fluorescence in situ hybridization (FISH) analysis showed an abnormal signal pattern with
gain of chromosome 12 in 130 out of 200 (65%) cells, implying trisomy 12 consistent with CLL.

Cancer GenetlGG@Ils,SampCl.e 6RepautsN. p., 16 Nov. 20
Dec. 2Wtlt7ps:/ /i ssuu.com/cgi 201/ docs/ cg.i sample_repor

FI SH
5 AT M 11g22. 3

HUG@GenHMomencl ature Commi ge@enames. org

35.3
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FI SH

-7,del (5q)

Q
PCR
K AML
t(8;21)
4 K
t(8;21)
F1 SHp XNY i P K
t(8;21)
FI SHpt (8;21) 1 P K
t(8;21)
FI SHp XNY t (8;21) break ap®&Kt
X Y
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36.

DK

HCT

Cell Therapy Definitions
DCI/DLI) HCT)
Replace or repop! g |Develop tolerance of[The intent IS other than to  |[The Intent is other than 10 IThe Intent Is other than to [The Intent Is other than to[Restoration of organs / tissues
marrow; it solid organ graft via [restore hematopoiesis restore restore restore |excluding biood and marrow
nematopoietic recovery,  [after an allogeneic HCT
restore donor graft in ltranspiant, this often is a Used for treatment of Used to treat €g. may be [T0 CR for
case of ] y until ldisease, and infection viral), mixed chimerism or lseen including anti-tumor [ematologic malignancy
P‘:’W" LU recovery or graft failure.  [next course of action is recurrent disease by creating  lefiect or
srtusion idetermined an immune effect within the y effect
recipient
1Occurs between the start
|Avaays occurs post-HCT of preparative regimen
gh day 0 of HCT
Must contain HPCs Must contain HPCs iMust contain HPCs |The ceidis of action are not  |The cells of action are not stemiThe celis of action are not [CD34 dose Inadequate tof on which
i stem cells, but the infusion  |celis, but the infusion may stemn celis, but the i | restore organ/tissue is targeled for
celis), also known as lcelis), also known as progenitor ceils),  [may contain residual stem  [contain residual stem cells imay contain residual stem est
CD34+ celis ICD34+ celis lalso known as fcells ( to cause to cause cells
ICD34+ cells. lengraftment) lengraftment) inciude but are
Composition nclude but are [NOt limited to. infusion of
of Infusion Examples include but are  |exampies include but are not  Inot limited to: NK celis, T- [CD3+ cells with few
not limited to. CAR-T limited to: lymphocytes, celis. and mesenchymal  [CD34+ cells (taken from
peripheral blood mononuciear fcells mobilized product)
cells, dendritic celis from the
oniginal donor, and
mesenchymal cels
[No additional forms Report as HCT Cell Therapy forms (Cell Therapy forms (4000 IReport infusion data on  [Cell Therapy forms Cell Therapy forms
required (4000 series) series) and HCT forms. Follow {4006 (4000 series) (4000 series)
CIBMTR Form up schedute based on product
Whers et ks type F2400 captures whether
Reported e o-int
Must be reported It Allogeneic g
onoc Must be reported It
Allogeneic donor
*
36.1 A
CD34+
Japanese Dat a Center for Hematopo
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0" Oqy®P TPZ i SPZ po

I

I

A Da HCT
1. HCT G-CSF HCT
2 CD3pbsitive selectio
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2 HCT HCT
HCT
1K1l g-® 6 2
6 n CR
HCT
:
SIF UIF
N~ BMBX | SPEP UPEP
E E
2008 3.3 336
+ +
10 31 27 g/dL mg/24h IgG1
2009
4 3 3
2009
+ nCR
4 17
2009 nCR
+
5 13
2009
HCT
5 17
2K g-A 59
CR
PR

414




A BMBX SPEP | SIFE UPEP | UIFE

2010 45

+
1 27 g/dL
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2 2 mg/dL 17 7@mol /1
1 Day40 -25

'Sorror, M. L. (2013). How | assess comorbidities before hematopoietic cell transplantation.

Blood, 121(15), 2854 -2863.
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